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R il 5%
BATF Ilumina MEFEE;
BEEAR: HIEY, ERSEKEY RNA X,
Total RNA 24 87E 10 ng-1 pg, #7F RIN E27;
WA EHEEMEM truncated adapter, {#f PCR Index #17 PCR XEMEAFMIMAIES index, Truncated
adapter 5 Full length adapter #8tt BB ESHIERENER, HETLURA Adapter dimer;

<> MRNA-seq Lib Prep Kit for Illumina €&% Poly (A) mRNA Capture Module, mRNA-seq Lib Prep Module
for Illumin BA% Unique Dual Index for Illumina, mMRNA BEZEENFREEDRNBHESESD,
<> HEAREPNESPIAEHET T EENRERT, BS—H#RNEE Kit #2187 Z2EM VN FNRIE, RIES—
R F B RERE.
2. FRAR
AR HAERRSHE 24 RXN 96 RXN
2X Oligo d(T)2s Capture Beads 1.2mL 4.8 mL
Poly(A) mRNA
mRNA Binding Buffer 1.2mL 4.8 mL
Capture Module
Washing Buffer 9.6 mL 38.4mL
(RK20340)
Tris Buffer 1.2mL 4.8 mL
2X Frag/Elute Buffer 144 pL 576 pL
RT Reagent 192 pL 768 pL
First Strand Synthesis Enzyme Mix 48 pL 192 pL
Second Strand Synthesis Reaction
[ 192 pL 768 pL
Buffer
MRNA-seq Lib Prep o Second Strand Synthesis Enzyme Mix 96 pL 384 pL
Module for lllumina Nuclease-free Water TmlX2 8mL
(RK20350) End-prep Buffer 240 pL 960 pL
End-prep Enzyme Mix 72 pL 288 pL
Ligation Buffer 396 pL 1584 L
Ligase Mix 72 pL 288 pL
® 2X PCR Mix 600 pL 1200 pl X 2
Low EDTA TE TmLX3 10 mL
REEEHAE.

il

FIRFE Illumina Truncated Adapter, EL@ BT PCR 2B ELMINEZE, HASMEARFMIALEH index
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#RiC. RIBEEIHEFERL Adapter module for lllumina &:

ABdonal | SiE%=

FRER ®S

Unique Dual Index for Illumina MidiSet (24 indices) RK21623
Unigue Dual Index for Illumina Set_A (48 indices) RK21624
Unique Dual Index for Illumina Set_B (48 indices) RK21625
Unigue Dual Index for Illumina Set_C (48 indices) RK21626
Unique Dual Index for Illumina Set_D (48 indices) RK21627

3. RERIEARNY

MRNA-seq Lib Prep Kit for Illumina @& =4 package:

®S B BERE
RK20340 Poly(A) mRNA Capture Module* 2~8°C
RK20350 mRNA-seq Lib Prep Module for Illumina -20°C
RK21623~RK21627 Unique Dual Index for Illumina -20°C

*: 2X Oligo d(T)25 Capture Beads R a]-20°C£4F, FUSKID mMRNA HZREE,

4. HttaEMH
4.1, SEeEEER

AFTMag NGS DNA Clean Beads (ABclonal, Cat.NO.RK20257), si&HtEBHERMENZEREMHERT R,

4.2. RNA BAREMRSITME

Qubit SR EEIX

Qubit RNA HS Assay Kit (ThermoFisher SCIENTIFIC, Cat. Q32855);
Nanodrop ;

Agilent RNA 6000 Pico chip (Agilent #5067-1513)

4.3. NERER

Qubit 3EHEEY;

ABQubit dsDNA Quantitation Kit (ABclonal, Cat. RK30140);
Agilent high sensitivity DNA Chips (Agilent #5067-4626);

Agilent DNA 1000 chip (Agilent #5067-1504);

4.4. HidHS5FEH
80%ZE (HMEEHl) . #WA%R. PCRINE,
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5. SRR
S HER

Safe
stopping
point:

1.8 x BiTREEY,
J&,B1-20°CiRAF

10ng-Tug Total RNA

{
Poly(A)RNA %k,
V

MRNA Fragment

V

1st strand cDNA& AL

{

2nd strand cDNAZ& AL

e l

FiHEE
'
'
PCRY 183 =

RNA RINfE=7

RNA #T B i@ i
Mg?* =R & 14
, RERBANG
SRR THRYE A

T B ) P B R 2R A
, Ligase MM ,
adapter 1 ligase
mixA~EEgHIATTE
Mix , PASBFAIEERE
e,

PCR {& H £ 1R &8
input RNARE3#1T
% | 182100
ﬁfmﬂﬂﬂ%ﬁkﬁﬁﬁft

ABdonal | EiigR
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XK FEREE
AAAAAAA
l Oligo d(T) capture beads
AAAAAAA
I Mg?” Fragmentation
AAAAAAA
l 15t cDNA synthesis
3; ITNTSTUTNTN 5'
I 274 cDNA synthesis
5 3
l dscONA end repair & dA
5’ A3
A
l Truncated Adapter ligation
T A
A T
l 1% cycle PCR
l index  P7 Primer
nd
P5 Primer l 2 cycle PCR

6. BIEEEEMR
6.1. RNARRRI

6.1.1. %FTotal RNAKIEERINIEEQubit RNA HS Assay Kit (Thermo Fisher SCIENTIFIC, Cat. Q32855) i#FI&
HITEE, TERORAESHMESNEBE,

6.1.2. Total RNARAEFE10-1000 ng, RNA RIN{E>7, RAETRAEFINESKERRE,; JFFPE—L RIS
{EFArRNA Depletion Module REIF=REE£EmMRNA ,
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6.1.3. ETEMHEMEREMABRNAKR, MRERNAT BERIEER TS FIEE)285M 1855, BEEMA
Total RNA RANE, BEHIBMPCRIEIRE, HoJLAMSEIBREHINE,

6.2. BEZREEFIRN
6.2.1. HHKEMEAMSRIYNEEZE, RETEETE.

6.2.2. Oligo (dT)25 Capture BeadsFIAFTMag NGS DNA Clean Beads BB A-20°CIRTE, RFASSIEHKARM
TEBOH, SBHIHKRMREAN, NREHRKSER, BUSTHE,

6.2.3. AFTMag NGS DNA Clean Beads#ifbid52th, SAfSER T2IELSBMALow EDTATE %%, BIBAEREREM
HEBETANEWEE, BERAERATSRERKRIN TR (TRZ) HSFINNETR,

6.3. EERRR

6.3.1. XEEFRFBERHER, BE130bp(EL-RAEZEHIENE, SIMEXEENENREAARNAR
BRI, NS HIM S MR .

6.3.2. Total RNAIRESIE(RINE>7), [EFRERE, BEARNTRERSHRERMNT:

Total RNABJRINEZTotal RNABIRE IF1E, HARaET2AERpoly (A) RNANFERZEYE, N FEHMEHEER, BA

Total RNARYREEMRSF, BHREMRNARERE, SHpoly (A) RNALKRHRARS, AMXENELK, NREF
XA IR AT LA poly (A) RNAZE SR, WREFEEREN, HERELRIRESE 7.0.10 £RE, MA6 Ll
Tris Buffer, 80°CHN#24 4P, BFH N L, BERRLBERINARENpPoly (A) RNA, BE1 pLi#iTAgilent 2100

RNA 6000 Pico chip##f.,

6.3.3. RE\AMERAE, MEEMRNAEERIE, oTLUEMTotal RNAREZERAE, MREMRNAZEMERE, o]
PAEMRNAGYHT B B BT 2

6.4. HIENE

6.4.1. MRNAZEZEBINFOE, FE,

6.4.2. poly (A) MRNAEE, EMABKEHERRRNGTRE.

6.4.3. RNABAK EME, HRIREAT—S XK, BRRNAKLERE,

6.4.4. MRNATITSMH AR EE R RIFEFTERRIBBRBEFCERTIEE, SWRKKMXERNRTTE,
6.4.5. HERAEWIRD, RILBRN, 2AVOERE, BREIHK, HINXERRXNRTE,

6.4.6. {EAPCR IndexBy R/, BEEIHF SHERBNRSH,

6.4.7. B—HRNMAF TTIMREIEFIFURMIX, REB11EEASGRTES, BERREMBBRLE

7. XENMRSR

7.1. RNAEEE5RBY

IHFSRFEREBM R NEZEYE Total RNA #7K (#7%5 poly (A) B) , B RNARIN score>7, RNA BEAERE
KEi#T, HESRYEIRERE,

7.1.1. ¥ERNAERH 7k EREf2, EX10-1000 ng Total RNAJATF50 pL Nuclease-free Waterdh, Jk EEEHR.

7.1.2. 52X Oligo (dT)25 Capture BeadstRE=IR/ERITES, BR50 PLAINESFHRNABRS, RITES,
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7.1.3.

BREMBAPRIXNFETHE (RZBE=275C) :
BE Bt &
65°C 5 min
25°C 5 min

7.1.4.

7.1.5.

WELERE, BEBLEETHNRLELY2 min, ERRETESE, FLE.

fIA200 pL Washing BufferltdTigS), EF#AR L, ERREEE, FLE.

. YPCREMBLHZ2 EERY, MAS0 pLTris Buffer, IRITBREFEPCRIXLIFE (HZFIRE105°C) :

BE B

80°C 2 min

. [REZ8J5, MAS50 pL mRNA Binding Buffer, I3TIRA, =B ES min,
. BELOEBTHARLELN2 min, ERKREE, FELE.

. MA200 pL Washing BufferiXiTigs), BF#OE L, ERRETEE, FLE.

70002 FEEREBOE, BETHARE, 10 pLBRBERERETEFR.

7111 3RBTFERECH Frag/Elute Buffer:

= R
2X Frag/Elute Buffer 6 pL
Nuclease-free Water 6 pL
SRR 12 L

7.1.12. 011 L Frag/Elute Buffer, BITIRSIE, BB TREFEITRNAEBRIFITE (AZEE105°C) :

THRBRR/N FTHRRM

200-300 nt 94°C 15 min, 4°C Hold
300-450 nt 94°C 10 min, 4°C Hold
400-700 nt 94°C 5 min, 4°C Hold

7113 HEEREACH, $EOERE, BNEL, BTHNEL, $FAREER, REERI0 yLES—PPREH
, MBED#477.2. First strand cDNA 898/,

7.2. Firststrand cDNA B9& %

7.2.1. ERH RT Reagent ZBRMESE, /K LEFIMN THRER:

=i #R
$THT/E MRNA** 10 pL
RT Reagent* 8 pL
First Strand Synthesis Enzyme Mix* 2 pL
SRR 20 pL
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* o TRATERSITUR Mix, BEAEE 1.1 FRY, BaERETNBERAS;
**: 2X Frag/Elute Buffer P8 % First strand cDNA &Ak:%4189 Random Primer, H{TILSH BN, BHHEEHRM 2X Frag/Elute Buffer,

7.2.2. EABRBUITES, BNBEDO, BERETF PR (AFERE 105°C) :

BE B fEl
25°C 10 min
42°C 15 min
70°C 15 min
4°C Hold

7.3. Second Strand cDNA B9 A

7.3.1. %% Second Strand Synthesis Reaction Buffer Mk ER K ERUAR, FHRIB TRIKZMRMASZIZF :

el *R
First strand cDNA (5% 7.2.2 7=1) 20 pL
Second Strand Synthesis Reaction Buffer® 8L
Second Strand Synthesis Enzyme Mix* 4L
Nuclease-free Water* 48 L
SRR 80 pL

* : SIRMRATECHITURE Mix, RREAR 1.1 FEH, BREREMRERRE,
7.3.2. EABRBVITES, BENBOE, BHEAET PR (AFZEEXHA) :
BE B

16°C Thr

7.3.3. i2R14§ AFTMag NGS DNA Clean Beads M 2-8°CERitl, #EFHZERR, FRAMRERERSES;
7.3.4. BAWBLERE, SMEARMA 144 pL AFTMag NGS DNA Clean Beads (1.8X), #LIR3TES;
7.3.5. ZiRFHE 5 min, RAREBEHNRE~5 min, EERRTEE, NOFRLES;

7.3.6. BELERFEBANRLE, MA 200 pL80%ZE:, #HE 30s, FREILF;

7.3.7. E87.3.6, BHHKA 0% ZEB% 185, B 10 pLELERBREMERT;

7.3.8. FIREEZK 2-3 min, FERELATLE (MHKASNARBERNEDIBE) , A 40 pL Low EDTATE, IRIT
B

7.3.9. ZiBFHE 2 min, BAH%EE 1 min, BEFREREES, MER37 L EEES—BOES;

S et CDNA BB TT4E-20°CEFF 24 /B,

7.4. Kiwes

7.4.1. ¥ End-prep Buffer M\iKFEhERE, WK ERUBRSEFIMN TR
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gt R
WEE cDNA (HR 73.9 =4) 37 pL
End-prep Buffer® 10 pL
End-prep Enzyme Mix* 3 pL
SMARR 50 pL

* . TIRMRATECHIRUR Mix, RIREA 1.1 EEH, BeRRENBERIE.
7.4.2. #AWITRS, BNEL, PRIV EHITUTES (AFRE 75°0) :

BE B

20°C 30 min

65°C 30 min

4°C Hold
7.5. EELiEiE

7.5.1. ¥ Ligation Buffer, Truncated Adapter BRHEk LREfAR, 7EVK EECHIIESLEBIAR:

¢l vl
End-prep DNA (£ 7.4.2 =4)) 50 pL
Ligation Buffer® 16.5 pL
Truncated Adapter** 2.5 pL
Ligase Mix 3 pL
SRR ~70 pL

* : Ligation Buffer 57 PEG LR, RIFNEZSRIEST, BEREFEREESBRERRFEFMNAMN;
** . Adapter HEGEEL, REST PCR-free MR, RAHITH E;

R EEFIERGRN, Ligase Mix 5 Truncated Adapter RERSIFHE Mix, MEFdEsL —BARIIESERE,
7.5.2. WITRS, BINBL, PCRAXEHTERRE (ASREEXHA) :

BE B8
22°C 15 min
7.6. EEFYILIK

EERNERE, THTEREUEABRFEER—PERTMAEUTR.
FR—: ERrTYERSY

Zinput total RNA<100 ngS W EXER BREKEERE, HITMTRIE: .
7.6.1. 281% AFTMag NGS DNA Clean Beads M 2-8°ClRY, #EBETEHE=E, FAMIRIENEEHES;
7.6.2. EERNERE, EFYPIA 56 UL AFTMag NGS DNA Clean Beads(0.8X), WITE4S;

7.6.3. EiRFHESmin, REEBEHNR L5 min, EERRTEE, MFRLE;
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7.6.4. BELSRBERANLEE, MA 200 pL80%ZEE, #E 30s, AR LE;

7.6.5. EE 7.6.4, UM 80%ZEBE 11X, B 10 pLRLBRBRAMERT;

7.6.6. FIEH T 2-3 min, FERELATLE (MHKAENARBETNEDIBE) , MA 22 uL Low EDTATE, IRT
B

7.6.7. ZiRFHE 2 min, BAHZEE 1 min, BFRREES, MBRR19.5 L EEES—HI PR EPEH;
BRI ERFMERRRME

% input total RNA2100 ng B, REFMEENNERBRAN, SFFRE 1 BEOBKRMELS), WTHRNE. BES
BT (LA 94°C 10 min $THT, SMEXEKR/NA 420-570 bp AFl) :

7.6.1. 12814 AFTMag NGS DNA Clean Beads M 2-8°CElt, B BEFEHERE, FHINRIEREEFHES,;

7.6.2. FEEE(RZDANA 30 pL Nuclease-free Water, 3£ 100 pL{kZ;

7.6.3. BN 30 pL AFTMag NGS DNA Clean Beads (0.30X) , K4TiRS;

7.6.4. ZREE 5min, WHRLHE 5 min, EEEREEST MPEFLE)

7.6.5. B LERBES—BOE D, MA 20 uL AFTMag NGS DNA Clean Beads (0.2X) , I3TRS;

 RIEXER RANERFREBRERALS (XFEHRK) , $EEIE3.

7.6.6. EREHE 5 min, WHLLHE S min, HIABREEE, MERLE;

7.6.7. BEOERBERNZEL, MA 200 pL8O%ZE, ##E 305, FREMLE;

7.6.8. EE7.6.7, BHIKA 80%ZEBE 1 %/5, A 10 ILLERERANERT;

7.6.9. FiEM#Ik 2-3 min, FEBELRATERE (BHRFEMAREBETREDPIEE) , MMA 22 uL Low EDTATE, RIT
B

7.6.10.ZBFHE 2 min, BAORLE 1 min, EEEREEE, NOIRER 19.5 L LEES—HH PR EPEMH;

FE1. BERRRBEHILARESR

FTBTSRH 94°C 15 min 94°C 10 min 94°C 5 min
RNA B BRA/N 200-300 nt 300-450 nt 400-600 nt
SR BRI 320-420 bp 420-570 bp 520-720 bp

FE—IOHERELH 0.35X (35 pL) 0.3X (30 pL) 0.25X (25 pL)
FETIORERELH) 0.2X (20 pL) 0.2X (20 pL) 015X (15 pL)

¥ EH R RIFEHTR LR/ KR 8.2,

BRI EREFEMALER RIST
BLIERIAZRPH Ligation Buffer 38 PEG l#Y, IBETHERMEFRNRBE, WHRERREESZSHARNES.

MENFBRERLES, BEEHTEUCERTRIEME, BESERINT (ML 94°C 10 min 1THT, MEXEKX/NA 420-
500 bp #fl) :
7.6.1. 1281 AFTMag NGS DNA Clean Beads M 2-8°CERY, #BFG =R, FHINRERERFES;

7.6.2. EERNERE, EFYWPIA 70 uL AFTMag NGS DNA Clean Beads (1.0X), WRITE4S;

9/
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7.6.3. ZEF#ESmin, AREBEHNE L~ min, EEBRRTEE, MFRLE;

7.6.4. BEOSRFEHANEL, MNA 200 pLBO%ZEE, #E 30s, FREIHLE;

7.6.5. ES 7.6.4, WHEILF 80%ZEEHE%E 1.1, A 10 pL LEEBRIMERT;

7.6.6. FIREH K 2-3min, FERERTLE (MHAGAARBETNEDIBE) , MA 1025 pLLow EDTATE, &
RS,

7.6.7. ZR##E 2min, BBLOEETHARLE 1 min, BERRREES, IVDIRER 100 pL EEES—HHE PCR Edigt
TRERMIE,

7.6.8. M 65 pL AFTMag NGS DNA Clean Beads (0.65 X 100 pL) E4kEEEE=Y D, KITRS;

7.6.9. EiRF#HE S min, BHRLEEHE 5Smin, HEBRREEE (NAFFLE) ;

7.6.10.4 160 pL LE#BERS—BL0ED, MA 10 uyL AFTMag NGS DNA Clean Beads (0.1 X 100 pL) , R3TE
5;

H: BEXERBXNERRRHEHERER LS (XPERR) , 8EXIT2.

7.6.11.28% B 5 min, BAHLLEHE 5min, HEBRREERE, NMERLE,;

7.6.12. 8 BLERBER AL L, A 200 pL80%ZEE, #E 30s, FIRLIMLE;

7.6.13. 5 7.6.12, WA 80%ZEB% 1 R/, B 10 pL BLBEBRADERT;

7.6.14. FIREHEER 2-3 min, FERBEAREE (BHRRENALRBERNEDIRE) , MA 22 pL Low EDTATE, IRIT
'S

7.6.15. ZRFHE 2 min, ¥BLOEETHAR L1 min, EERRERE, MOBRI 20 uL HEES—HK PR Eh&E
Jizh

=82, LR BIFSHEB L OIEER

NXERBARN
RS R AL F—ILHERLLS HREEREH 6p)
p

94°C 5 min 0.55X (55 L) 0.1X (10 pL) 600-720

0.6X (60 pL) 0.1X (10 pL) 500-600
94°C 10 min 1.0X

0.65X (65 ML) 0.1X (10 pL) 420-500

BRI

0.75X (75 pL) 0.1X (10 pL) 360-420
94°C 15 min

0.8X (80 pL) 0.1X (10 pL) 320-360

i YL EAASIES NSNS EE, BAEEERSFRERGRENAXALERY, PTARMEIRNBREERREHTRESE RN
RERE: MREAANERREA, BINNE—RHRNAR; MRESRNERREN, BYALOE—REHENER; BELATRREEX
INBTIRE, FGHHEIEE 0.01X-0.05X,

7.7. PCRY#EESHL
7.7.0. RBFEESLAFISEEMELN PCRAAR, HITXXEY1E:
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gt R
EEAETY 20 pL
2X PCR Mix 25 pL
UDI Primer* 5 pL
SR 50 pL

* UDI primer 2 BFUEH P5 A P7 & index 471 primer, BAREEMD, SRA—RAAELIEL, BAKESEAFEXEE,

WIHENFER;
7.7.2. WITRS, MBEL, 8ETXRIRE PCRIEFHHEITPCR KM (#AEEE 105°C)
BE B Cycles
98°C 45 s 1
98°C 10s
8-16*
60°C 15s
(HiEEE %R 3)
72°C 30s
72°C 1 min 1
4°C Hold

B BFAEMHRARRKN MRNA SBARRE, ERREFEMERE Total RNA HRINRIGER, MIAREE, HEALENRSRES

R

F183. PCRIEFR SRR

B4k FBR3%
Total RNA

BHREIER BIREEE
10ng 15-16 /
100 ng 12-13 14-15
1 ug 8-9 10-11

7.7.3.

7.7.4.

7.7.6.

7.7.7.

®S;

7.7.9.

$2H148 AFTMag NGS DNA Clean Beads M 2-8°CERY, #EBETHERR, FEHIIRERERSES;

PCR RMERE, BMRME DA 40 yL AFTMag NGS DNA Clean Beads (0.8X) , RiTEBS;

. EiRFHE S min, ARKBEHNE L~ min, EERREEE, NMNFERLS;

BEOERBEMNZELE, MA 200 UL80%ZE, 8 30s, FREWLE;
EE57.7.6, BHIKA 80%ZEE%E 1R, B 10 pLELERBREMERT;

. FERH#EK 2-3 min, FEBEARERE (BHRAEMARBETREYEE) , A 371 pL Low EDTATE, KRIT

FEFHE 2 min, BAHRLE 1 min, BEERRZEE, OR300 pL XEZES—HNEOED, BEEMH.
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8. =

8.1. RNAITHT A B %5

MRNA 451b 3R B/NR 4R total RNA (1 pg) , mRNA {3 1X Frag/Elute Buffer £33IF 94°CFTHr 5. 10, 15 9hfE,
HAHLE ER ESE, 8 2.2X 4KFRE9 Agencourt RNAClean XP beads #7454k, {3 Agilent RNA 6000 Pico chip #4T
FBANDI,

o tadder T [+ et [o oo
()

@ 94°C5min
L)

@ 94°C.15min
@ RNA Ladder

E1. mRNAITET A B 731521005347 E .
8.2. K ERIMEREBRILAI R SCER /N

8.2.1. ITRHUTIERFMER R RISEN X EXNITER:

# 3: Fragment 15min size selecnons | # 4 Fragment 1omn size seiecoon

T 5 ot s
Fu)

Fragment 15min_ size s.
@ Fragment 15min size selection

200 @ Fragment 10min size selection J’NL
L ] Fragment 5min size SGIE(“D"A .«’/ \

3 100 150 200 300 400 00 600 1000 2000 10380 el

BE2. EERBRHESERBX/NIH2100547E .
1 pg /NEAM total RNA BISHEXE, ERRRRRMESRMH, PCR 10 cycles BEIMIXE, BXEREE 2 ng/uL,

{8 Agilent high sensitivity DNA Chips i#1T 2100 Bioanalyzer 74,

8.2.2. THUTERFMERFRIEE (FR1) B, SREMEMBKILANXEXNITER:
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=ik, Hith RIFEHIRL AR SIEXND T

XERBRAMN
MRNA FTHi&4F E—BERLLS S TALWERLLG]
(bp)
94°C 5 min 0.25X (25 L) 01X (10 pL) 500-700
94°C 10 min 0.3X (30 pL) 01X (10 pL) 450-550
94°C 15 min 0.35X (35 L) 01X (10 pL) 350-450
0.25X,0.1X ,‘: b - 0.30X,0.1X ' p—
f“ | J‘ “,
il ¢ {1
i L 1 L |
L L
AR e [ie

IR T T C)

-l 035%0.1x | T

E3. HEERRENERRANIN21005347E (RheEkke)) .
1 g /NERAAKE total RNA RIAMEENE, ERAR 2 RERRMESM, PCR 10 cycles BRINXE, BXERREE 2
ng/pL, & Agilent 2100 Bioanalyzer E4TIER S 47

8.2.3. UITRIITHIE2. L5 RIFEHERILE (FRZ) BXEXNIFER:
® 0.5;x,n‘1x : : ‘ —
@ 0.50%,0.1X
" @ 0.85x0.1x
®
" @0 80X,0.1X

B4, SR RIS A BANA521 005 7.
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9. ME
Index ERIFERZFLAF SN LS HBH .

F187. BHIERSELRIndexERTE

ABdonal | EiigR

Index 8 FRER ®s
Unique Dual Index for Illumina MiniSet (8 indices) RK21622
Unique Dual Index for Illumina MidiSet (24 indices) RK21623

T — Unique Dual Index for Illumina Set_A (48 indices) RK21624

(8-base) Unique Dual Index for Illumina Set_B (48 indices) RK21625
Unique Dual Index for Illumina Set_C (48 indices) RK21626
Unique Dual Index for Illumina Set_D (48 indices) RK21627

#: ABclonal lllumina iR ELEFZHHSIMSEAFHRAS.
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BXEERREYRZERAT
Bi%: 400-999-6126
#8#& : cn.market@abclonal.com

ik : www.abclonal.com.cn

ik SHAERRNTIERFRESHXSRE 3 BREEET L ENIE—4 5 S



